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<210> 
<211> 
<212> 
<213> 


1 

2103 

DNA 

Mus 


; 

mus cuius 












^ A 0 n ^ 1 
<ffc u u > J. 

atgctgaaac 


a,o.L.aL.at.ucc 


i' r*i- t-rfr»t- 1- f- -h 
L.V« L. L.^ w U L« U L. 


err* a r'^^A a t* t* r* 


r* i~ cr CI r* t" Cf r* r* r* 


atggctcact 


60 


cagaggattc 


CCag L.a.ga.a. u 




era tcraaaacia 


catcaat tct 


gctctgttct 


120 


cctcattctg 


a ^ a ^ +* a +* ^ a 

auac L.a u uga 




craaaaaatac 


ctCTcaaatt t 


gactggctac 


180 


tctgagcttc 


gtgcacttga 


ccttgggaaa 


CL CL W Cl. CL Cl i« W ^ 


aaaacatctt 


ggaaaatgga 


240 


gaaatcccag 


gttataaagc 


cctggaattc 




atgataacca 


tctgcaaaca 


300 


cttcctacca 


ggtttctaca 


tactctaccc 




acre t caacc t 


atctatgaat 


360 


aagcttggac 


caatcttgga 


gcttccagaa 






aaaagtgcta 


420 


gatctatccc 


ataatcaact 


ctgtgatgta 


r* r* r* acmes 




tttgtcacag 


480 


ctccaggagc 


tctggttgag 


tggcaataac 




•t"ial~f^r*aa^cfa 


aagcctgcag 


540 


ggactgaggc 


agctgaggac 


actagactta 


agttggaatc 


aaattaaagt 


actcaaacca 


600 


ggctggctct 


ctcatcttcc 


tgctctgact 


accttgaacc 


ttctgggcac 


ctacttagaa 


660 


aatatcttag 


gcatacaact 


tcagggtccc 


aagatgctaa 


ggcatctaca 


actgggttct 


720 


tatccaatgc 


tggacatata 


tcctccctgg 


cccccaacac 


tccttagctt 


agaaatacaa 


780 


gcagaatcat 


gtattcagtt 


tatgattcac 


agtggacagc 


cattcttatt 


cttagagaac* 


840 


cttaccttag 


agacttccat 


tctattacta 


aaaccagaca 


acatcacaat 


tcattttccc 


900 


tccctgcgtc 


gcctcacctt 


gcgtggctac 


agcttcatct 


tctcaaccag 


tcaacttcag 


960 


agattcttcc 


cacaacagct 


tcctcttctg 


gagcacttct 


ttatctggtg 


tgaaaacagc 


1020 



tatgcagtag 


acctctatct 


atttgggatg 


cccaggctac 


gtgtgctaga 


gctggggtac 


1080 


cttaactttt 


tctatgagtc 


aagtactatg 


aagctagaga 


tgctattgaa 


ggaggtacct 


1140 


cagttacagg 


tactggcatt 


gagccacctg 


aatctcagga 


acctctctgt 


gtccagcttt 


1200 


aagagcttgc 


aggacctcaa 


actgctgctc 


ttcaactctg 


aaagggcgct 


ggagatgaac 


1260 


agcaacctcc 


aggagtttat 


tcctcagatg 


cctcagtacg 


tttacttctc 


tgatgtcacc 


1320 


tttacttgcc 


^gtgtgaagc 


ttcctggctg 


gagtcttggg 


ctacacgggc 


cccaaacaca 


1380 


tttgtttatg 


ggctggaaaa 


atccatttgc 


atagctaatg 


cctcagacta 


ctccaaaact 


1440 


ctactattct 


ctttccttgc 


tactaattgt 


ccacacggta 


ctgagttttg 


gggctttctc 


1500 


accagtttca 


ttctgctgct 


tctgttgatt 


atccttcctc 


tgattagctg 


tcctaaatgg 


1560 


tcctggcttc 


atcacctctg 


gacactcttt 


catacttgtt 


ggtggaaatt 


atgtggacat 


1620 


agactcagag 


gccaattcaa 


ctatgatgtc 


tttatatcct 


attgtgagga 


ggatcaagct 


1680 


tgggtgctgg 


aagaactggt 


tccagttctg 


gagaaagccc 


ctcctgaagg 


tgaaggcttg 


1740 


aggttgtgcc 


tgcctgccag 


ggactttggg 


attggaaatg 


acaggatgga 


atccatgatt 


1800 


gccagcatgg 


gcaaaagcag 


agccaccctc 


tgtgtgctca 


caggacaggc 


cttagcaagt 


1860 


ccctggtgca 


atctagagtt 


acgactggcc 


acttaccact 


tggtagccag 


gcctgggacc 


1920 


actcatctcc 


tgctgttgtt 


tctggagccc 


cttgataggc 


agaggctcca 


tagttaccat 


1980 


cgcctatccc 


gttggctcca 


gaaggaggac 


tattttgatt 


tgtcccaagg 


gaaagtggag 


2040 


tggaactctt 


tctgtgagca 


actgaagaga 


cggctcagca 


aagctggaca 


agaaagagat 


2100 


taa 












2103 


<210> 2 
<211> 700 
<212> PRT 
<213> Mus 


musculus 












<400> 2 














Met Leu Lys Gin Tyr lie Pro Leu Ala Phe Ala 
15 10 


Pro lie Pro Gly Cys 
15 





Pro Trp Leu Thr Gin Arg lie Pro Ser Arg lie Asp Ala Lys Asp Gly 
20 25 30 



Lys Thr Ser Val Leu Leu Cys Ser Pro His Ser Asp Thr lie Asp Ser 
35 40 45 



-2- 



Gly lie Glu Lys Val Pro Ala Ser Leu Thr Gly Tyr Ser Glu Leu Arg 
50 55 60 



Ala Leu Asp Leu Gly Lys Asn Gin lie Gin Asn lie Leu Glu Asn Gly 
65 70 75 80 



Glu lie Pro Gly Tyr Lys Ala Leu Glu Phe Leu Ser Leu His Asp Asn 
85 90 95 



His Leu Gin Thr Leu Pro Thr Arg Phe Leu His Thr Leu Pro Gin Leu 
100 105 110 



Gin Lys Leu Asn Leu Ser Met Asn Lys Leu Gly Pro lie Leu Glu Leu 
115 120 125 



Pro Glu Gly Leu Phe Ser Thr Asn Leu Lys Val Leu Asp Leu Ser His 
130 135 140 



Asn Gin Leu Cys Asp Val Pro His Gly Ala Phe Ser Leu Leu Ser Gin 
145 150 155 160 



Leu Gin Glu Leu Trp Leu Ser Gly Asn Asn lie Ser Ser Leu Ser Asn 
165 170 175 



Glu Ser Leu Gin Gly Leu Arg Gin Leu Arg Thr Leu Asp Leu Ser Trp 
180 185 190 



Asn Gin lie Lys Val Leu Lys Pro Gly Trp Leu Ser His Leu Pro Ala 
195 200 205 



Leu Thr Thr Leu Asn Leu Leu Gly Thr Tyr Leu Glu Asn lie Leu Gly 
210 215 220 



lie Gin Leu Gin Gly Pro Lys Met Leu Arg His Leu Gin Leu Gly Ser 
225 230 235 240 



Tyr Pro Met Leu Asp lie Tyr Pro Pro Trp Pro Pro Thr Leu Leu Ser 
245 250 255 



Leu Glu lie Gin Ala Glu Ser Cys He Gin Phe Met He His Ser Gly 
260 265 270 



Gin Pro Phe Leu Phe Leu Glu Asn Leu Thr Leu Glu Thr Ser lie Leu 
275 280 285 



Leu Leu Lys Pro Asp Asn lie Thr lie His Phe Pro Ser Leu Arg Arg 
290 295 300 



Leu Thr Leu Arg Gly Tyr Ser Phe lie Phe Ser Thr Ser Gin Leu Gin 
305 310 315 320 



Arg Phe Phe Pro Gin Gin Leu Pro Leu Leu Glu His Phe Phe lie Trp 
325 330 335 



Cys Glu Asn Ser Tyr Ala Val Asp Leu Tyr Leu Phe Gly Met Pro Arg 
340 345 350 



Leu Arg Val Leu Glu Leu Gly Tyr Leu Asn Phe Phe Tyr Glu Ser Ser 
355 360 365 



Thr Met Lys Leu Glu Met Leu Leu Lys Glu Val Pro Gin Leu Gin Val 
370 375 380 



Leu Ala Leu Ser His Leu Asn Leu Arg Asn Leu Ser Val Ser Ser Phe 
385 390 395 400 



Lys Ser Leu Gin Asp Leu Lys Leu Leu Leu Phe Asn Ser Glu Arg Ala 
405 410 415 



Leu Glu Met Asn Ser Asn Leu Gin Glu Phe lie Pro Gin Met Pro Gin 
420 425 430 



Tyr Val Tyr Phe Ser Asp Val Thr Phe Thr Cys Gin ^Cys Glu Ala Ser 
. 435 440 445 



Trp Leu Glu Ser Trp Ala Thr Arg Ala Pro Asn Thr Phe Val Tyr Gly 
450 455 460 



Leu Glu Lys Ser lie Cys lie Ala Asn Ala Ser Asp Tyr Ser Lys Thr 
465 470 475 480 



Leu Leu Phe Ser Phe Leu Ala Thr Asn Cys Pro His Gly Thr Glu Phe 
485 490 495 



Trp Gly Phe Leu Thr Ser Phe lie Leu Leu Leu Leu Leu lie lie Leu 
500 505 510 



Pro Leu lie Ser Cys Pro Lys Trp Ser Trp Leu His His Leu Trp Thr 
515 520 525 



Leu Phe His Thr Cys Trp Trp Lys Leu Cys Gly His Arg Leu Arg Gly 
530 535 540 



Gin Phe Asn Tyr Asp Val Phe lie Ser Tyr Cys Glu Glu Asp Gin Ala 
545 550 555 560 



Trp Val Leu Glu Glu Leu Val Pro Val Leu Glu Lys Ala Pro Pro Glu 
565 570 575 



Gly Glu Gly Leu Arg Leu Cys Leu Pro Ala Arg Asp Phe Gly lie Gly 
580 585 590 



Asn Asp Arg Met Glu Ser Met lie Ala Ser Met Gly Lys Ser Arg Ala 
595 600 605 



Thr Leu Cys Val Leu Thr Gly Gin Ala Leu Ala Ser Pro Trp Cys Asn 
610 615 620 



Leu Glu Leu Arg Leu Ala Thr Tyr His Leu Val Ala Arg Pro Gly Thr 
625 630 635 640 



Thr His Leu Leu Leu Leu Phe Leu Glu Pro Leu Asp Arg Gin Arg Leu 
645 650 655 



His Ser Tyr His Arg Leu Ser Arg Trp Leu Gin Lys Glu Asp Tyr Phe 
660 665 670 



Asp Leu Ser Gin Gly Lys Val Glu Trp Asn Ser Phe Cys Glu Gin Leu 
675 680 685 



Lys Arg Arg Leu Ser Lys Ala Gly Gin Glu Arg Asp 
690 695 700 



<210> 3 

<211> 2870 

<212> DNA 

<213> Mus musculus 



<400> 3 
ggaccttgca 


ggtactctga 


ggtggatgag 


agtattggta 


acccggaggc 


ataggagtct 


60 


aaagtcctct 


cagctctgat 


tcctctggtg 


tagagatggg 


caggtactgg 


ctgctgccag 


120 


gtctcctcct 


ttccctgcct 


ctggtaactg 


ggtggagcac 


ttccaactgc 


ctggtgaccg 


180 


aaggctcccg 


actgcccctg 


gtctcccgct 


atttcacatt 


ctgccgccac 


tccaagctat 


240 


cctttcttgc 


tgcatgcctc 


tccgtgagca 


acctgacaca 


gaccttggaa 


gttgtacctc 


300 


ggactgtgga 


ggggctctgc 


ctcggtggta 


ctgtgtctac 


tctgcttcca 


gatgctttct 


360 


ctgcttttcc 


tggtctcaag 


gtcctggcac 


tgagtctgca 


ccttacccaa 


cttctgccag 


420 


gagctctccg 


gggtctggga 


cagttgcaga 


gcctctcttt 


ttttgactct 


cctcttagga 


480 


gatctctctt 


tctacctcct 


gatgccttca 


gtgacctgat 


ttccctccag 


agactccata 


540 


tctctggccc 


ttgcctggat 


aagaaggcag 


gcatccgcct 


gcctcccggt 


ctgcaatggc 


600 


tgggtgtcac 


gctcagttgc 


attcaggacg 


tgggagagct 


ggctggtatg 


ttcccagatc 


660 


tggtgcaagg 


ttcctcctcc 


agggtttcgt 


ggaccctgca 


gaagttggat 


ctgtcatcca 


720 


accggaagct 


gaagatggct 


agtcctgggt 


ccctccaggg 


tctccaggtg 


gagattctgg 


780 


acctgacaag 


aacaccactg 


gatgctgtgt 


ggctgaaggg 


cctgggactt 


cagaaactcg 


840 


atgtcttgta 


tgcacagact 


gccacggccg 


agctggctgc 


tgaggctgtt 


gcccactttg 


900 


agctgcaggg 


cttgattgtg 


aaagaaagca 


agataggatc 


tatatctcag 


gaggctctgg 


960 


cttcctgcca 


cagcctgaag 


accttgggtc 


tttcaagcac 


tggcctaacc 


aagcttccac 


1020 


caggcttcct 


gactgccatg 


cctaggcttc 


agcgactgga 


gctgtccgga 


aaccaactgc 


1080 


agagcgccgt 


gctgtgcatg 


aatgagacgg 


gagatgtgtc 


aggactcaca 


actctggatc 


1140 


tgtcaggcaa 


caggttgcgc 


atcctgcctc 


cagccgcctt 


ctcctgctta 


ccccacttgc 


1200 


gagagctgct 


gcttcggtac 


aaccagctgc 


tttccctgga 


gggataccta 


ttccaggagc 


1260 


tccagcaact 


agagaccttg 


aagctggatg 


gaaaccccct 


gcttcacctg 


ggtaagaact 


1320 


ggttggcggc 


tctgcctgca 


ttgaccaccc 


ttagcttgct 


agatacccaa 


atacggatga 


1380 


gcccagagcc 


tggcttctgg 


ggagcaaaga 


atctgcatac 


cttgagcctg 


aagcttcccg 


1440 


ctcticcctgc 


tccggcagta 


ttgttcctgc 


ccatgtatct 


gaccagctta 


gagcttcata 


1500 


tagcctcagg 


cacgacggag 


cactggacgc 


tgtccccaga 


gatctttcct 


tccttggaga 


1560 


ccttgactat 


aagcggcggg 


ggactgaagc 


tgaagctggg 


gtcccagaat 


gcttctgggg 


1620 


tcttccctgc 


tctccagaag 


ctctccctgc 


ttaagaacag 


cttggatgcc 


ttctgctccc 


1680 



-6- 



agggtacctc 


caaccttttc 


ctctggcagc 


tccccaaact 


tcagtccttg 


^g99tatggg 


1740 


gtgctggaaa 


cagctccaga 


ccctgcctta 


tcactgggct 


gcccagccta 


cgggagctga 


1800 


agctggcgtc 


gcttcagtcc 


ataacccagc 


cccgttcggt 


gcagctggag 


gagctggtgg 


1860 


gtgaccttcc 


acagctccag 


gccttagtgc 


tatccagcac 


aggcctcaag 


tcactgtcgg 


1920 


ccgctgcttt 


ccagcgcctg 


cacagtctcc 


aggtcttagt 


gctagaatac 


gagaaggact 


1980 


tgatgctgca 


ggacagtctg 


agggagtaca 


gccctcagat 


gccccactat 


atatacattc 


2040 


tggagtcaaa 


cctggcctgc 


cactgtgcca 


atgcgtggat 


ggagccatgg 


gttaagcggt 


2100 


ccactaaaac 


gtacatatac 


ataagagaca 


atcgcttatg 


tccaggacaa 


gacaggctct 


2160 


ctgctagggg 


ttcccttccc 


tcctttctct 


gggaccactg 


cccccagacg 


ttggagctga 


2220 


aactcttttt 


ggctagttct 


gccttggtgt 


tcatgctaat 


tgccttgcct 


ctcctccaag 


2280 


aagccaggaa 


ctcttggatc 


ccctacctgc 


aggccttgtt 


cagggtttgg 


ctccagggtc 


2340 


tgaggggtaa 


gggagacaag 


gggaagaggt 


tccttttcga 


tgtattcgtg 


tcccactgca 


2400 


ggcaagacca 


gggctgggtg 


atagaggaac 


ttctgcctgc 


tctggagggc 


ttccttccag 


2460 


ctggcctggg 


cctgcgcctc 


tgtctccccg 


agcgtgagtt 


tgagcctggt 


aaggatgtag 


2520 


ttgataatgt 


ggtagatagc 


atgttgagca 


gccgtaccac 


actctgcgtg 


ttgagtgggc 


2580 


aggccctgtg 


taacccccga 


tgccgcctgg 


agctccgctt 


ggccacctct 


ctcctcctgg 


2640 


ctgccccgtc 


ccccccagtg 


ttgctgctag 


tcttcttgga 


acccatttct 


cggcaccagc 


2700 


ttccgggtta 


ccacagactg 


gctcggctgc 


ttcgaagagg 


agactactgt 


ctgtggcccg 


2760 


aggaagagga 


gagaaagagt 


gggttctgga 


cttggctgag 


gagcaggcta 


gggtagccat 


2820 


agccagcact 


ggtgtggggt 


ggtgcatgtg 


aattttgggg 


tggggttggg 




2870 



<210> 4 
<211> 906 
<212> PRT 

<213> Mus musculus ' 
<400> 4 

Met Gly Arg Tyr Trp Leu Leu Pro Gly Leu Leu Leu Ser Leu Pro Leu 
15 10 15 

Val Thr Gly Trp Ser Thr Ser Asn Cys Leu Val Thr Glu Gly Ser Arg 
20 25 30 

Leu Pro Leu Val Ser Arg Tyr Phe Thr Phe Cys Arg His Ser Lys Leu 
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35 



40 



45 



Ser Phe Leu Ala Ala Cys Leu Ser Val Ser Asn Leu Thr Gin Thr Leu 
50 55 60 



Glu Val Val Pro Arg Thr Val Glu Gly Leu Cys Leu Gly Gly Thr Val 
65 70 75 80 



Ser Thr Leu Leu Pro Asp Ala Phe Ser Ala Phe Pro Gly Leu Lys Val 
85 90 95 



Leu Ala Leu Ser Leu His Leu Thr Gin Leu Leu Pro Gly Ala Leu Arg 
100 105 110 



Gly Leu Gly Gin Leu Gin Ser Leu Ser Phe Phe Asp Ser Pro Leu Arg 
115 120 125 



Arg Ser Leu Phe Leu Pro Pro Asp Ala Phe Ser Asp Leu lie Ser Leu 
130 135 140 



Gin Arg Leu His lie Ser Gly Pro Cys Leu Asp Lys Lys Ala Gly lie 
145 150 155 160 



Arg Leu Pro Pro Gly Leu Gin Trp Leu Gly Val Thr Leu Ser Cys lie 
165 170 175 



Gin Asp Val Gly Glu Leu Ala Gly Met Phe Pro Asp Leu Val Gin Gly 
180 185 190 



Ser Ser Ser Arg Val Ser Trp Thr Leu Gin Lys Leu Asp Leu Ser Ser 
195 200 205 



Asn Arg Lys Leu Lys Met Ala Ser Pro Gly Ser Leu Gin Gly Leu Gin 
210 215 220 



Val Glu lie Leu Asp Leu Thr Arg Thr Pro Leu Asp Ala Val Trp Leu 
225 230 235 240 



Lys Gly Leu Gly Leu Gin Lys Leu Asp Val Leu Tyr Ala Gin Thr Ala 
245 250 255 



Thr Ala Glu Leu Ala Ala Glu Ala Val Ala His Phe Glu Leu Gin Gly 
260 265 270 
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Leu lie Val Lys Glu Ser Lys lie Gly Ser lie Ser Gin Glu Ala Leu 
275 280 285 



Ala Ser Cys His Ser Leu Lys Thr Leu Gly Leu Ser Ser Thr Gly Leu 
290 295 300 



Thr Lys Leu Pro Pro Gly Phe Leu Thr Ala Met Pro Arg Leu Gin Arg 
305 310 315 320 



Leu Glu Leu Ser Gly Asn Gin Leu Gin Ser Ala Val Leu Cys Met Asn 
325 330 335 



Glu Thr Gly Asp Val Ser Gly Leu Thr Thr Leu Asp Leu Ser Gly Asn 
340 345 350 



Arg Leu Arg lie Leu Pro Pro Ala Ala Phe Ser Cys Leu Pro His Leu 
355 360 365 



Arg Glu Leu Leu Leu Arg Tyr Asn Gin Leu Leu Ser Leu Glu Gly Tyr 
370 375 380 



Leu Phe Gin Glu Leu Gin Gin Leu Glu Thr Leu Lys Leu Asp Gly Asn 
385 390 395 400 



Pro Leu Leu His Leu Gly Lys Asn Trp Leu Ala Ala Leu Pro Ala Leu 
405 410 415 



Thr Thr Leu Ser Leu Leu Asp Thr Gin lie Arg Met Ser Pro Glu Pro 
420 425 430 



Gly Phe Trp Gly Ala Lys Asn Leu His Thr Leu Ser Leu Lys Leu Pro 
435 440 445 



Ala Leu Pro Ala Pro Ala Val Leu Phe Leu Pro Met Tyr Leu Thr Ser 
450 455 460 



Leu Glu Leu His lie Ala Ser Gly Thr Thr Glu His Trp Thr Leu Ser 
465 470 475 480 



Pro Glu lie Phe Pro Ser Leu Glu Thr Leu Thr lie Ser Gly Gly Gly 
485 490 495 



Leu Lys Leu Lys Leu Gly Ser Gin Asn Ala Ser Gly Val Phe Pro Ala 
500 505 510 



Leu Gin Lys Leu Ser Leu Leu Lys Asn Ser Leu Asp Ala Phe Cys Ser 
515 520 525 



Gin Gly Thr Ser Asn Leu Phe Leu Trp Gin Leu Pro Lys Leu Gin Ser 
530 535 540 



Leu Arg Val Trp Gly Ala Gly Asn Ser Ser Arg Pro Cys Leu lie Thr 
545 550 555 560 



Gly Leu Pro Ser Leu Arg Glu Leu Lys Leu Ala Ser Leu Gin Ser lie 
565 570 575 



Thr Gin Pro Arg Ser Val Gin Leu Glu Glu Leu Val Gly Asp Leu Pro 
580 585 590 



Gin Leu Gin Ala Leu Val Leu Ser Ser Thr Gly Leu Lys Ser Leu Ser 
595 600 605 



Ala Ala Ala Phe Gin Arg Leu His Ser Leu Gin Val Leu Val Leu Glu 
610 615 620 



Tyr Glu Lys Asp Leu Met Leu Gin Asp Ser Leu Arg Glu Tyr Ser Pro 
625 630 635 640 



Gin Met Pro His Tyr lie Tyr lie Leu Glu Ser Asn Leu Ala Cys His 
645 650 655 



Cys Ala Asn Ala Trp Met Glu Pro Trp Val Lys Arg Ser Thr Lys Thr 
660 665 670 



Tyr lie Tyr lie Arg Asp Asn Arg Leu Cys Pro Gly Gin Asp Arg Leu 
675 680 685 



Ser Ala Arg Gly Ser Leu Pro Ser Phe Leu Trp Asp His Cys Pro Gin 
690 695 700 



Thr Leu Glu Leu Lys Leu Phe Leu Ala Ser Ser Ala Leu Val Phe Met 
705 710 715 720 
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Leu lie Ala Leu Pro Leu Leu Gin Glu Ala Arg Asn Ser Trp lie Pro 
725 730 735 



Tyr Leu Gin Ala Leu Phe Arg Val Trp Leu Gin Gly Leu Arg Gly Lys 
740 745 750 



Gly Asp Lys Gly Lys Arg Phe Leu Phe Asp Val Phe Val Ser His Cys 
755 760 765 



Arg Gin Asp Gin Gly Trp Val lie Glu Glu Leu Leu Pro Ala Leu Glu 
770 775 780 



Gly Phe Leu Pro Ala Gly Leu Gly Leu Arg Leu Cys Leu Pro Glu Arg 
785 790 795 800 



Glu Phe Glu Pro Gly Lys Asp Val Val Asp Asn Val Val Asp Ser Met 
805 810 815 



Leu Ser Ser Arg Thr Thr Leu Cys Val Leu Ser Gly Gin Ala Leu Cys 
820 825 830 



Asn Pro Arg Cys Arg Leu Glu Leu Arg Leu Ala Thr Ser Leu Leu Leu 
835 840 845 



Ala Ala Pro Ser Pro Pro Val Leu Leu Leu Val Phe Leu Glu Pro lie 
850 855 860 



Ser Arg His Gin Leu Pro Gly Tyr His Arg Leu Ala Arg Leu Leu Arg 
865 870 875 880 



Arg Gly Asp Tyr Cys Leu Trp Pro Glu Glu Glu Glu Arg Lys Ser Gly 
885 890 895 



Phe Trp Thr Trp Leu Arg Ser Arg Leu Gly 

905 





900 


<210> 


5 


<211> 


39 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


primer 


<400> 


5 



- 11 - 



tcaagtctag agccaccatg ctgaaacaat atattcctc 



<210> 6 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 6 

agtcatctag attaatctct ttcttgtcca gc 



<210> 7 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 7 

tcaagtctag agccaccatg ggcaggtact ggctgctgcc 



<210> 8 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 8 

aagtcctcga gctaccctag cctgctcctc ag 



1 
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